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This product bears a CE marking in accor-
dance with the provisions of council directive 
93/42/EEC of June 14th, 1993 for medical 
devices.

The CE marking applies only to medico-tech-
nical products/medical products introduced in 
connection with the above mentioned com-
prehensive EC directives.

The original language of this document is 
English.
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Introduction

Welcome to the SOMATOM® CT system from 
Siemens. As a SOMATOM CT system user you 
will have access to several powerful clinical 
applications.
The applications available on the CT system 
depend on your purchase contract.

The syngo CT Operator Manual is designed as 
a step-by-step instruction for operation of the 
system software, and its frequently used 
functions. It comprises software related 
descriptions from registration to examination 
as well as evaluation and documentation of 
your examination results.

The syngo CT Operator Manual is valid only in 
conjunction with the SOMATOM Operator 
Manual and the safety instructions contained 
therein.

This volume provides information about the 
following:

❏ syngo Calcium Scoring

❏ syngo Circulation

❏ syngo Volume Calculation

❏ syngo Dynamic Evaluation

❏ syngo Neuro DSA CT
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Introduction
In this manual, the steps you perform appear 
on the right-hand side, illustrations and spe-
cial notes indicated by the bulb on the left-
hand side.

To call up system functions, only the principle 
workflow is described, although in most cases 
several alternatives are available.

Further information on basic functions are 
provided in the syngo CT Operator Manual 
Volume 1 in chapter Basics.

You can call up one application on your sys-
tem. As soon as you call up a second one the 
Too Many Applications Active dialog box will 
be displayed. You must first terminate the 
application that is running.

To terminate the evaluation or close the appli-
cation call up Applications > Close [Applica-
tion].
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Introduction
To make it easier for you to work with the sys-
tem, the following documentation is included:
❏ SOMATOM Operator Manual
❏ syngo CT Operator Manual
❏ System Owner Manual

In addition to this documentation, the online 
help is supplied, but is not a permanent fea-
ture of the documentation.

SOMATOM Operator Manual

In this manual, you will find a description of 
the hardware components of the system and 
their operation. It also includes the Release 
Note.

System Owner Manual

In this manual, you will find the details and 
preconditions for operation of the CT scanner.

Online User Documentation

An online user documentation for an overview 
of general software environment, helpful 
hints, and additional information is included. 
Select Options > SOMATOM LifeNet from the 
main menu to open the SOMATOM LifeNet 
portal.

Selecting User Manuals from the navigation 
bar on the left to view the user manuals, you 
will be asked to insert the Online User Docu-
mentation CD. To view the Release Notes doc-
ument (only available in English), select View 
Release Notes. 
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Introduction
Online Help

The Online Help explains operations of the 
system’s software. It is available in English, 
German, French, Spanish, Japanese, and Chi-
nese.

Application Guides

In the Application Guides you will find clinical 
application information and suggested scan 
protocols.
12

 



Introduction
Validity of the Operator Manual

This operator manual is only valid for the 
stated software version and in conjunction 
with the latest release note.

The release note can extend the validity of the 
operator manual to following versions.

Names and Parameters

All parameters and images shown in this oper-
ator manual are examples. Only the parame-
ters displayed by your system are definite.

All names and data of patients and institutions 
that are used in this operator manual are 
entirely fictional. Any resemblance to names 
of existing people or organizations past or 
present is entirely coincidental.

Configuration-dependent designations, such 
as names of drives, network nodes, and data-
bases, that are used in this operator manual 
are usually not the same as the designations 
to be found on a particular installation of the 
system in a clinical environment.

Authorized users

The SOMATOM CT system must be used by 
persons with the necessary specialist knowl-
edge according to country-specific regula-
tions, e.g., physicians, trained radiologists or 
trained technologists, after an appropriate 
application training. If more than the fre-
quently used functions are required, the Sie-
mens customer service must be consulted.
 

13



CaScoring

For clinical application information and 
suggested scan protocols see Application 
Guides.
14

 



CaScoring
Overview

The Calcium Scoring application is a software 
tool for evaluation of arteriosclerosis in the 
heart. It calculates the calcium and volume 
score of cardiac CT images and films or prints 
the results. It uses the Agatston score 
algorithm, Calcium mass and volume to 
indicate the calcification of coronary arteries.

Additionally, a new alternative evaluation 
method for calcium mass is available. This 
method is used instead of the standard 
method if Consortium Compliant Scoring is 
selected in the CaScoring Configuration 
dialog box.
15

 



CaScoring
To achieve standardization of the evaluation 
results the image material must meet the 
following requirements:

❏ Only images of one patient can be loaded 
for Calcium Scoring evaluation.

❏ Only original images can be used.
❏ Only contiguously scanned and 

reconstructed sequence or spiral data sets 
with identical slice distances, orientation 
and thickness can be evaluated.

❏ The slices must have been scanned at 
different table positions.

❏ The data capacity of the volume must not 
exceed 1024 images with a matrix size of 
512 x 512 pixels.

❏ Only studies without contrast medium can 
be used.

The system checks whether the image data 
can be processed with CaScoring.

If images of another patient have already 
been loaded, the system asks you if you want 
to save the data of the active patient.
16

 



CaScoring
Loading Original Images

From the Patient Browser

✧ Call up the Patient Browser by selecting 
Patient > Browser... from the main menu.

✧ Select the required examination data in the 
navigation or content area of the Patient 
Browser.

✧ Click on the CaScoring icon in the tool bar 
of the Patient Browser.

✧ If the Series List dialog box appears, select 
the desired series in the Valid Series list 
and click the Select button.

When you load a new series of images for 
which a SR object (SR = Structured Report) is 
already existing, a dialog box will be displayed 
asking if you want to continue this previous 
evaluation.

✧ Select the preferred evaluation status from 
the list if you want to continue this 
evaluation.

✧ Click on the OK button in the Continue 
Evaluation dialog box.

The selected status of a previous evaluation 
will be loaded.

Or

✧ Click on the Cancel button to perform a 
new evaluation of the series.
17

 



CaScoring
See chapter Basics for further information on 
changing image settings.

→ syngo CT Operator Manual Volume 1, Basics

When Single Windowing in the 
Image subtask is active only the 
images of the active segment are 
affected.

The results of the zooming and panning pro-
cedure which you have performed either in 
the tomo segment or in the overview 
segment are automatically adapted in both 
segments. Images are zoomed and panned 
separately in the detail segment.
18

 



CaScoring
Projection Modes

The loaded images are originally displayed in 
the following projection modes:

(1) Tomo segment
Caudo-cranial projection

(2) Overview segment
Sliding MIP mode in caudo-cranial 
projection

(3) Detail segment
MPR mode in coronal projection

(4) Result segment 

Changing Image Settings

In order to look at details more closely you 
can:

❏ scroll through the image stack

❏ change the window settings

❏ move the reference line in the detail 
segment

Hiding patient information

✧ Choose the Image > No Text from the 
main menu to hide the image text.
19

 



CaScoring
All structures with a density above the default 
lower threshold value are displayed in color. 

To change this value, right-click on 
the Hide Highlight icon and enter 
the new settings in the Threshold 
dialog box. 

You can switch threshold high-light-
ing on/off by clicking on the Hide 
Highlight icon.

Switching highlighting on/off affects all 
segments simultaneously.

In the View subtask card you can switch 
between a sagittal and a coronal projection in 
the detail segment. 
20

 



CaScoring
Screening

Screening in the overview segment

✧ Switch to MIP projection in the overview 
segment (top right) to examine the entire 
volume for calcium plaques in the 
coronary arteries.

Viewing lesions in the detail segment

✧ If necessary, switch to MPR projection in 
the detail segment (bottom left).

✧ Drag the green navigation line onto 
a structure in which you have 
ascertained calcification in the 
overview segment (2).

The corresponding MPR projection is 
displayed in the detail segment (3).

Displaying a lesion in the tomo segment

✧ Drag the red positioning line in the 
detail segment (3) onto the 
detected lesion.

✧ Scroll through the image stack of 
tomograms (1) to decide which image 
allows you to evaluate the lesion best.
21

 



CaScoring
3D Region Growing allows you to mark con-
nected lesions in the individual coronary 
arteries over the entire volume.

Make sure that all the detected lesions are 
marked correctly in all tomograms.
With 3D Edit, you can delimit parts of lesions 
from each other, and assign those parts to 
different coronary arteries in the volume.

Lesions which do not pertain to the coronary 
arteries are not included in the calculation.

With Tools > 2D Edit you can draw a contour 
around an already scored calcification to 
define a portion of it (in the current slice).
22

 



CaScoring
Marking Detected Lesions

Activating 3D Region Growing

✧ Click on the Pick Lesion icon.

Or

✧ Click on the Freehand ROI icon.

The Artery Labels tool bar is displayed: 

(1) Marking of common branch of the left 
coronary artery (Left Main)

(2) Marking of anterior branch of the left 
coronary artery (Left Anterior Descend.)

(3) Marking of circumflex branch of the left 
coronary artery (Circumflex)

(4) Marking of Right Coronary Artery
(5) Marking of a lesion which does not 

pertain to the coronary arteries
(6) Deletion of a marking

Marking coronary arteries

✧ Select one of the following buttons in the 
Artery Labels tool bar: LM, LAD, CX, RCA.

✧ Draw freehand ROIs around the lesions or 
set seed points into the lesions in the 
tomogram in segment 1 for marking them.

✧ Repeat these steps until you have marked 
all the lesions of the coronary arteries.
23

 



CaScoring
You can hide already scored lesions. If this 
option is active, a scoring is not possible, the 
icons or menu entries like Pick Lesion, 
Freehand ROI, 2D Edit, 3D Edit will be 
dimmed.

The CaScoring application software supports 
the evaluation of image material of Siemens 
scanners with the HeartView option.

The HU threshold and the Density threshold 
may be set in the CaScoring Configuration.

With the Save all icon you can store 
the score results table together 
with the images.
24

 



CaScoring
Hiding the marking of lesions

✧ Click on the Hide Lesions icon to hide/
show all set lesions.

Evaluation Results

All pixels inside the marked calcifications 
whose HU values are above the threshold 
value are automatically evaluated. The 
following measured values are listed in the 
result table:

(1) Number of lesions per coronary artery

(2) Volume of the marked lesions per 
coronary artery

(3) Equivalent mass of Ca in mg of CaHA

(4) Agatston score or equivalent Agatson 
score
25

 



CaScoring
The risk algorithms are based on data from 
large, prospective epidemiological studies of 
coronary heart disease. The Framingham 
study was conducted in the town of Framing-
ham in the United States of America; the 
PROCAM study was performed in Germany.

It is advisable to use the risk score that was 
derived in the population most similar to that 
from which the patient originates.
26

 



CaScoring
Framingham and 
PROCAM Risk Calculation

Before you can start the risk calculation select 
the risk model in the CaScoring 
Configuration dialog box.

✧ Select Options > Configuration... from 
the main menu.

✧ Double-click on the CaScoring icon.

✧ Select the required risk model from the 
Risk Model selection list.

With the help of the Risk Model section in the 
Calcium Scoring Report Wizard dialog box 
you are able to calculate an Estimated 10-
year risk for a cardiac infarction. For this 
calculation it is necessary to enter data 
describing classical risk factors.

✧ Click on the Report Wizard icon on the 
Report subtask card.

The Calcium Scoring Report Wizard dialog 
box opens.
27

 



CaScoring
The bold-marked input fields are mandatory 
fields and differ depending on the selected 
risk model. This data is essential for the risk 
calculation.

The given values next to some of the input 
fields are ranges within which the calculation 
is realizable.

If you select the Include in printed report 
checkbox, the result of the risk calculation will 
be included in the patient report.
28

 



CaScoring
To obtain an estimated 10-year risk calcula-
tion proceed as follows:

✧ Enter the data in the mandatory input 
fields.

The output of the risk calculation according to 
the selected algorithm displays the risk for a 
cardiac infarction within the next ten years in 
percent.
29

 



CaScoring
Be aware that modifications of patient data 
(Browser menu Edit > Correct) can lead to 
inconsistencies of patient or image informa-
tion (only paper reports) if results are already 
calculated.

Managing templates for your report and 
changing several basic settings are possible in 
the Report Configuration... dialog box. 
✧ Select Options > 

Configuration from the main 
menu and select the Report 
Configuration icon.
30

 



CaScoring
Reporting

✧ Click on the segment you wish to include in 
your report to select it.

✧ Select Report > Copy Image and add the 
image to the required position (Image 1 to 
Image 6) of your report.

✧ Click on the Report Wizard icon on the 
Report subtask card.

The Calcium Scoring Report Wizard dialog 
box opens.

✧ Enter the required data.

✧ Click on the Print button.

A dialog box opens.

✧ Select Preview to have the report dis-
played.

✧ Click on the Start button to print the 
report.

✧ Click on the OK button to confirm your 
selection and to close the Calcium Scoring 
Report Wizard dialog box.
31

 



CaScoring
CaScoring will save a status object 
(optionally) which contains the status of the 
last evaluation.

As older SR objects (SR = Structured Report) of 
previous evaluations will never be overwritten 
a new SR object of a patient will be created, 
when saving the status of a new evaluation of 
this patient.
32

 



CaScoring
Documenting and Storing 
Results

Filming

✧ Select the segment with the image or the 
results to be filmed.

✧ Click on the Copy to Film Sheet icon.

Saving results

✧ Click on the Save icon in the control area to 
save the selected image as new series in 
the local database.

✧ Click on the Save All icon in the control 
area to save all original images, the score 
table and the SR object with the current 
evaluation status as a new series in the 
local database.
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CaScoring
The current evaluation status as well as the 
results of the evaluation can be saved in a 
DICOM SR object (SR = Structured Report). 
You can regard these results in the DICOM 
Viewer at any time.

As older SR objects of previous evaluations of 
a patient will never be overwritten, a new SR 
object of a patient will be created when sav-
ing the status of a new evaluation of this 
patient.
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CaScoring
Saving the current evaluation status

When you finish an evaluation by selecting 
the menu items Close Patient or Close 
CaScoring, or you load the images of another 
patient before saving the results of the 
current patient, a message box is displayed 
asking, if you want to save the current 
evaluation status.

✧ Click Yes to save the data of the patient 
and load the images of the next patient if 
you have loaded images of another 
patient.

Or

✧ Click No to close the patient without saving 
any images.

Or

✧ Click Cancel to return to the current 
CaScoring evaluation.

Close Patient

✧ Select Patient > Close Patient from the 
main menu.

Closing CaScoring

✧ Select Applications > Close CaScoring 
from the main menu.
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Circulation

There are three workflows that can be per-
formed:

❏ Conventional Heart Examination: a 
visual heart examination and a motion 
evaluation

❏ QCA (Quantitative Coronary Analysis): a 
quantification of abnormalities in the 
coronary arteries

❏ LVA (Left Ventricle Analysis): an evaluation 
of the left ventricle's morphology and 
functionality

The workflows can be performed in an 
arbitrary order. The results of all workflows 
are collected in a single report.
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Circulation
Overview

Circulation is an application for heart 
diagnostics and reporting.

It is a task card of its own and offers tools for 
morphological, qualitative, quantitative, and 
functional evaluations of the heart with 
subsequent report creation. 

Circulation is a self-contained image analysis 
software package for evaluating cardiac CTA 
volume data sets. It combines image 
processing and visualization tools (MIP Thin/
Thick, MPR Thin/thick, VRT), evaluation tools 
(volumetric analysis of the left ventricle, 
coronary tree segmentation, stenosis evalua-
tion and plaque evaluation) and reporting 
tools (lesion location and characteristics) with 
an optimized workflow including special scan 
protocols. 

The software package supports you in con-
firming the presence or absence of previously 
identified coronary lesions and evaluation of 
the hearts functional parameters in addition 
to evaluation, documentation and follow-up 
of any such lesions. These visualization/evalu-
ation tools allow for volumetric analysis of the 
left ventricle and characterization of coronary 
lesions, helping you to assess the changes. It 
is also designed to help you to classify con-
spicuous regions of tissue unambiguously, 
with respect to their size, dimensions, shape 
and position.
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Circulation
The application shares its VRT presets with the 
3D task card.

Circulation supports dual monitor display. The 
VRT segment is displayed by default in blow 
up mode on the secondary monitor.
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Circulation
Layout of the Circulation task card

(1) Main menu

(2) Image area, subdivided into four image 
segments

❏ 2D images segments (top left, top right, 
bottom left): 
You can switch between MPR, MPR 
Thick, or MIP Thin (default MPR)

❏ 3D image segment (bottom right): 
You can switch between VRT and MIP 
(default VRT)

(3) Control area for easy call-up of functions

(4) Status bar for system messages
39

 



Circulation
While loading the images into the Circulation 
task card the system checks whether the 
selected images are suitable for a Circulation 
evaluation. Images that do not conform with 
the determined criteria are marked as invalid 
series in the Circulation Series List dialog 
box.

Image prerequisites for Circulation:
❏ Data sets with a maximum gap of one slice 

can be loaded. Otherwise, the Circulation 
Series List dialog box is displayed and you 
can select valid data.

❏ You can also load images that have been 
compressed by a lossy method.

❏ High (512x512) and low resolution images 
(256x256) can be loaded.

The application accepts in total up to 5000 
images, up to 1000 images per phase.

If you reload a phase with high-resolution 
images, low-resolution images with the same 
phase will be replaced automatically.

High- and low-resolution data sets can be 
compounded for different phases.

For QCA you only can use high-resolution 
images. For Conventional Heart Examination 
and LVA you can use both: high- and low-
resolution images.
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Circulation
Loading Original Images

From the Patient Browser

✧ Call up the Patient Browser by selecting 
Patient > Browser... from the main menu.

✧ Select the required examination data in the 
navigation or content area of the Patient 
Browser.

✧ Click on the Circulation icon in the tool bar 
of the Patient Browser to load the data set 
into Circulation.
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Circulation
If you have selected several volume ranges 
(for example, a series containing several 
volumes in different heart phases) to load 
them into Circulation, the Circulation Series 
List dialog box will open.

Loaded volumes are sorted according to heart 
phase.
42

 



Circulation
From the Series List 

✧ Select one or more phases from the Valid 
Series list at the Circulation Series List 
dialog box.

✧ Click on the Select button.

The images of the selected phases are loaded 
into the Circulation task card.

✧ Call up Patient > Open Series List in the 
main menu if you want to load a second 
data set, wait until the first data set is 
loaded and repeat these last steps.
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Circulation
Volumes are labeled automatically after load-
ing:

❏ in the range from 10% to 30% the phase 
next to 20% is labeled as ES.

❏ in the range from 70% to 90% the phase 
next to 80% is labeled as ED.

You can verify and modify the labeling if nec-
essary.
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Circulation
Navigating between 
Heart Phases

The application can handle several data sets 
showing the heart at different phases. The 
application provides the phase navigation 
function to step through the sorted volumes 
phase by phase. 

Navigation

✧ Click on Next Phase or Previous Phase to 
step to the next or previous phase.

Or

✧ Click on Go to ES, Go to ED to navigate to 
the end-systolic or end-diastolic volume.

✧ Select the phase you want to navigate to 
from the Phase selection list of all 
currently loaded phases.

Labeling

Volumes can be labeled as end-systolic (ES) 
and end-diastolic (ED) heart phases within the 
phase navigation. 

✧ Click on Label as ES, Label as ED if you 
want to mark the current volume as end-
systolic or end-diastolic.
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Circulation
With the Movie function you can step auto-
matically through the sorted volumes with 
controlled speed in order to detect wall 
motion defects.

The Movie function is available only in a con-
ventional examination.

The maximum speed of the movie corre-
sponds to the patient’s heart frequency.
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Circulation
Moving automatically 
through the volumes

✧ Click on the Movie icon to start the Movie 
mode.

The Movie dialog box is displayed.

✧ Click on Play Movie to start the movie.

✧ Move the slider to adjust the speed of the 
movie.

✧ Click on Pause Movie to interrupt the 
movie loop immediately.

✧ Click on Stop Movie to stop the movie at 
the phase where the movie started.

✧ Click on the Save Movie icon to save the 
sequences displayed in the three segments 
as three DICOM series.

✧ Click on the Close button to stop the movie 
and to close the dialog box.
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Circulation
For 3D images the system offers the standard 
angiographic views for catheter examina-
tions: 

❏ LAO (Left Anterior Oblique)
❏ RAO (Right Anterior Oblique)
❏ Cranial/Frontal

The application provides a function to isolate 
the heart from the surrounding tissue. The 
heart isolation will be performed automati-
cally in the background after loading data 
containing high dose plateau information. 
Then the phase next to the mean value of the 
high dose plateau is used for the heart 
isolation. Otherwise the phase next to 65% is 
used.

If you load another phase than described 
above, a message box appears which informs 
you that the results of the previous heart iso-
lation will be discarded. The heart isolation is 
automatically performed again if you load a 
new data set.

Another option to create a 3D mask is to use 
the VOI Punch Mode. VOI punching can be 
used to interactively create a new mask or to 
edit the existing one. 

Heart isolation replaces currently available 
VOI Punching results.
48

 



Circulation
Cardiac 3D Views

✧ Click on the Switch between LAO and 
RAO icon in the 3D image to toggle 
between these views. 

✧ Click on the Turn on/off Cranial view icon 
in the 3D image to toggle between cranial 
and frontal view.

Heart Isolation

✧ Click on the Heart Isolation icon in the 
Settings subtask card to activate the 
Heart Isolation function.

The automatically performed isolation is dis-
played. For the other phases a new heart iso-
lation is performed. The result of the segmen-
tation is a 3D mask that is applied to all data 
sets currently loaded. 

✧ Click on the Heart Isolation icon with the 
right mouse button if you want to discard 
the current isolation result.
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Circulation
As part of the conventional heart evaluation, 
you can search for distinctive structures in the 
loaded data set, by moving through the vol-
ume.

On the located structure, you can set a marker 
to save the position for documentation in the 
Details dialog box.
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Circulation
Examining patient data

✧ Scroll through the image stack by using the 
dog ear.

Or

✧ Move through the volume by holding the 
left mouse button pressed.

As soon as you place the mouse pointer on 
the segment, it changes shape.
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Circulation
You can mark locations of interest in the 
images by setting markers.

In order to prevent obstructing regions of 
interest you can move the labeled end by 
dragging the number.

The currently selected marker is yellow, the 
unselected ones are red. The markers are 
numbered consecutively. Numbering starts 
with 1 and is incremented for each finding. A 
number is unique within a particular report.

Markers which have been set in the current 
phase have a solid line, markers set in another 
phase have a dotted line.

The name of a boundary marker comprises 
the name of the finding marker it belongs to 
and a suffix a, for the start and b, for the end 
of the finding (e.g, 3a, 3b are the start and 
end of the finding 3). To differentiate 
between the LVA and QCA markers they are 
labeled accordingly: LVA markers L (e.g., L4) 
and QCA markers Q (e.g., Q5, Q5a, Q5b).

When you set a marker, it will appear in the 
marker list of the Navigation subtask card. 
Numbering is the same as in the segments.

When you select a marker from the list, the 
segments will be updated according to the 
position of the marker. 
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Setting Markers

✧ Click on the Set Marker icon in the control 
area of the task card.

✧ Click on the position you want to mark.

The set marker is displayed as a short line 
labeled with the marker's number.

Selecting markers

All set markers will be displayed in the Marker 
selection list of the Navigation subtask card.

✧ Select any marker from the Marker selec-
tion list.
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Hiding markers

✧ Select Edit > Hide all Markers from the 
main menu to hide or show the markers in 
all segments.

✧ Select Edit > Hide Markers from Other 
Phases from the main menu to hide or 
show the markers from other phases.

Deleting markers

✧ Select the marker you want to delete from 
the marker list of the Navigation subtask 
card.

✧ Click on the Delete Marker icon on the 
Navigation subtask card.

The marker is removed from the segments.

The numbering and identification of the other 
markers remains unchanged.
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Adding images and comments to the 
report

✧ Select a marker from the selection list of 
the Navigation subtask card.

✧ Click on the Details icon in the upper con-
trol area to call up the Details dialog box.

Or

✧ Click on the Details button on the Report 
Wizard dialog box.

The Details dialog box is displayed. Depend-
ing on the selected marker the corresponding 
tab card is displayed. The other tab card is 
dimmed.
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You can add the following descriptive infor-
mation to conventional markers:
❏ Grade (description of the grade of 

stenosis), e.g., severe, moderate, or mild
❏ Location (description of the location of the 

finding), e.g., none (default selection), 
RCA proximal, etc. 

❏ Type (description of the type of the 
stenosis), e.g., calcified or mixed

❏ Length (description of the length of the 
finding), e.g., long, short

❏ Shape (description of the shape of the 
finding), e.g., concentric, eccentric

❏ Margins (description of the margins of the 
finding), e.g., irregular, smooth

❏ Enter a comment for the finding in the 
Comment text

The read-only text field shows the distance 
from the start of centerline to the marker in 
mm (QCA only).
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All markers of the dialog box will be displayed 
in the marker selection list.

✧ Click on the Next icon to navigate to the 
next marker.

The properties of the current marker are 
added to the report. The next marker is 
enabled.

Or

✧ Click on the Previous icon.

The previous marker will be displayed.

Or

✧ Select any marker from the marker selec-
tion list.

You can now add or view descriptive informa-
tion of the finding.
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In the Details dialog box you can include 
images in your report for conventional mark-
ers only. 

To include images of QCA or LVA markers, use 
either the QCA Evaluation dialog box or the 
LVA Evaluation dialog box displayed at the 
end of the evaluation.

When adding images to a report, the images 
are also stored in the database as DICOM 
objects.

The image gallery displays the images you 
copied to report for the selected marker. You 
can view and delete images.
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Adding images to the report:

✧ Click on the corresponding Copy To Report 
icon to add the image of the correspond-
ing segment to the report for the current 
marker.

✧ Click on the icon to add the images of all 
segments to the report for the current 
marker.

✧ Click on the Image Gallery icon if you 
want to view or delete the images you 
added.

The Image Gallery dialog box opens.

✧ Use the scroll bar to view the images.

Deleting images:

✧ Click on an image to select it.

✧ Click on Delete to delete the selected 
image.

✧ Click on OK to close the dialog box and 
save the changes.

Or

✧ Click on Cancel to close the dialog box 
without saving the changes.

Closing the Details dialog box:

✧ Click on OK to close the dialog box.

✧ Click on Cancel to close the dialog box and 
to discard the changes.
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Recommended data:

❏ Single or multiple volumes of isotropic data 
of the heart with high spatial resolution.

❏ For heart motion examination the data sets 
should have a sufficient temporal resolu-
tion.

❏ Slice thickness should be 1 to 2 mm

Examination Results:

❏ Knowledge about pathologies of the heart

❏ Impression of the moving heart

❏ Images showing pathological regions of 
the heart

❏ Markers at anatomically interesting loca-
tions

You can find information about the single 
steps of the workflow on following pages:

→ Page 45, Navigating between Heart Phases

→ Page 49, Heart Isolation

→ Page 53, Setting Markers

→ Page 47, Moving automatically through the 
volumes (Movie function)

→ Page 57, Adding images and comments to 
the report
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Performing a 
Conventional Heart 
Examination

This examination is intended to perform a 
heart examination by visual inspection of 2D 
and 3D images. 

You can step between heart phases, perform 
heart isolation, have heart motion displayed, 
and gather the findings in a report in order to 
gain knowledge about the condition of the 
heart.

Workflow 

✧ Use phase navigation to go to the heart 
phase you want to examine.

✧ Click optionally on the Heart Isolation icon   
to isolate the heart.

✧ Scroll through the image stack. 

✧ Set markers and apply the 3D tools. 

✧ Use the Movie function. 

✧ Add images and comments to the report.
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Recommended data:

❏ Single volume of isotropic data containing 
the heart reconstructed at a heart phase 
with as little motion as possible.

❏ Spatial resolution should be as high as pos-
sible.

❏ Contrast enhanced data set.

Examination results:

❏ Knowledge about findings in the coronary 
arteries: type, location, grade, size, and 
other descriptive attributes.

❏ 2D and 3D images to display the marked 
findings.

The system starts guiding after activating the 
QCA mode. Follow the instructions and set 
the seed point for segmentation right above 
the coronary ostia.

Set the seed point right above the topmost 
coronary orifice into the middle of the aorta. 
Coronaries branching from the aorta at a 
higher point will not be included in the first 
segmentation result, but you are still able to 
add those branches afterwards.
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Performing a QCA 
(Quantitative Coronary 
Analysis)

This examination is intended to find and eval-
uate stenotic lesions in the coronary arteries 
and to distinguish between several plaque 
types.

✧ If necessary, navigate to the phase you 
want to examine.
→ Page 45, Navigating between Heart 
Phases

✧ Click on the QCA icon in the upper control 
area

The QCA mode is started. The system starts 
guiding.

Segmenting coronaries

This function performs an initial segmenta-
tion of the whole tree of the coronary arteries 
based on a single seed point. 

The QCA dialog box is displayed prompting 
you to click into the aorta right above the cor-
onary ostia.

✧ Set a seed point for segmentation of the 
coronary arteries in the aorta. 

The system performs the segmentation of the 
coronary arteries and displays the segmented 
coronaries. 
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Use the contract and expand functionality to 
achieve a proper segmentation result.

The Add function is active by default.

Missing coronaries can be added later.
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Modifying the segmentation

After having set the seed point and the seg-
mented coronaries have been displayed, the 
QCA dialog box Segmentation and 
Centerline is displayed.

These functions are intended to let you inter-
actively modify the results of the coronary 
segmentation. 

✧ Click on the Contract icon to shrink the 
segmentation.

Or

✧ Click on the Expand icon to let the seg-
mentation grow.

If segmentation stopped at a gap (e.g., stent, 
nearly complete stenosis), you can extend 
segmentation of a coronary artery by interac-
tively bridging the gap. To do this, set a point 
into any segment at any time at the location 
from where the segmentation should con-
tinue.

✧ Click on the Add icon to activate the bridg-
ing function.

✧ Set seed points into a coronary artery at 
any point in the 2D or 3D images.

The segmented coronary view is updated.

✧ Click on the Undo icon if the result is not 
satisfactory in order to undo the last modi-
fication.
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You can repeat this multiple times for multiple 
paths and for each label.

The Curved MPR can be rotated by 
360° using the Rotate 90 icon. The 
rotation can be discarded with the 
Default Orientation icon.
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Setting a centerline

After segmentation and modification of seg-
mentation you can proceed in evaluating the 
coronary artery by setting the centerline 
between two points you defined.

✧ Click on one of the label icons.

✧ Set start and end points for the vessel to be 
evaluated in the 3D image. 

The centerline through the middle of the ves-
sel is displayed and labeled between these 
two points.

✧ Click on the Start Evaluation button to 
proceed.

The QCA Evaluation dialog box and the 
Curved MPR is displayed.
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The label of the path you are working and 
evaluating on will be marked yellow, the label 
of the evaluated path is green, labeled and 
not evaluated paths are displayed red.

The thresholds can only be changed before 
setting the first marker.
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Evaluating the findings

After defining the centerline the QCA 
Evaluation dialog box opens and you can 
evaluate the findings of the currently selected 
branch of a coronary artery.

Setting the thresholds for vessel lumen:

✧ Click on the Stenosis tab card.

✧ Drag one of the handles of the Contour 
Thresholds slider.

The lumen area determined for the current 
upper and lower threshold is highlighted. On 
releasing the mouse button the contour is 
updated to match this area.
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In order to evaluate a finding you set a center-
of-finding marker and one or two boundary 
markers. 

The diameter or the area of the current lumen 
(in mm or mm²) is displayed in the Current 
Diameter/Area field of the Stenosis tab card. 
Whether the diameter or the area is displayed, 
can be set in the Circulation configuration.

For Information on deleting markers please 
refer to:

→ Page 55, Deleting markers

You can delete every group of markers you set 
and all the information associated with it by 
clicking on Delete immediately after inser-
tion.
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Setting the markers:

✧ Scroll along the centerline through the 
image stack orthogonal to the centerline 
and determine the location with the small-
est diameter. 

✧ Click on Set Marker to insert a center-of-
finding marker at this location. 

The center-of-finding marker (e.g., 2) is dis-
played in all segments.

✧ Click on Set Marker a to set the boundary 
marker a before the finding. 

✧ Click on Set Marker b to set the boundary 
marker b after the finding.

The boundary markers a and b (e.g., 2a and 
2b) are displayed in all segments and the 
grade of stenosis is calculated and displayed 
in the QCA Evaluation dialog box.
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After each change of the contour or of the his-
togram, a new calculation is performed.

For enclosing or excluding areas in or from 
the lumen a manual correction of the calcu-
lated contour is possible.

In the histogram of the lumen volume area on 
the Plaque tab card, four hounsfield ranges 
can be defined to classify different types of 
plaque. The color values of the histogram will 
be mapped to the upper left segment (orthog-
onal view) and the upper right segment 
(curved view).
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Setting the manual contour correction:

✧ Click on the Manual contour definition 
icon on the Stenosis tab card.

An idealized contour with click points is dis-
played on the upper left segment.

✧ Click on a desired click point and drag it to 
adjust the contour.

Setting the histogram:

Histogram and values are calculated after all 
markers have been reviewed.

✧ Click on the upper or lower handle and 
drag it to change the lower and upper 
thresholds for determining the lumen 
area.

The plaque values are indicated in different 
colors and will be calculated with each handle 
movement automatically.

Discarding the plaque evaluation results:

It is not only possible to delete a whole 
marker, you can also only delete the plaque 
evaluation of a marker.

✧ Click on the Delete icon on the Plaque 
subtask card of the QCA Evaluation dialog 
box to delete the plaque evaluation of the 
current marker.
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Adding images to the report:

You can include images for each marker in 
your report.

✧ Click on the corresponding Copy To Report 
icon to add the image of the correspond-
ing segment to the report for the current 
marker.

✧ Click on the icon to add the images of all 
segments to the report for the current 
marker.

✧ Click on the Image Gallery icon if you 
want to view the images you added.
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In the QCA Evaluation dialog box you can 
add the following descriptive information to 
the findings:
❏ Grade (description of the grade of 

stenosis), e.g., a value in percent, severe, 
moderate, or mild

❏ Location (description of the location of the 
finding), e.g., none (default selection), 
RCA proximal, etc. 

❏ Type (description of the type of the 
stenosis), e.g., calcified or mixed

In a schematic image a coronary vessel, e.g., 
CX, is represented. You can choose a location 
by clicking on a segment. The label will be dis-
played. This coronary segment classification 
is according to the AHA standard (American 
Heart Association).

You can add the following descriptive infor-
mation to the findings if you click on the 
Advanced button to expand the QCA Evalua-
tion dialog box to show more options for 
labeling the current finding:
❏ Length (description of the length of the 

finding), e.g., long, short
❏ Shape (description of the shape of the 

finding), e.g., concentric, eccentric
❏ Margins (description of the margins of the 

finding), e.g., irregular, smooth
❏ Enter a comment for the finding in the 

Comment text

The read-only text field shows the distance 
from the start of centerline to the marker in 
mm (QCA only).
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Completing the documentation:

✧ Click on the Next icon to navigate to the 
next marker of the current branch or to 
create new marker.

Or

✧ Click on the Previous icon.

The previous marker of the current branch will 
be displayed.

Or

✧ Select any marker of the current branch 
from the marker selection list.

✧ Click on Finish to end the evaluation of this 
branch.

Or

✧ Click on the Cancel button to abort the 
evaluation of the branch.

The system returns to the segmented coronar-
ies view. You can now select and evaluate the 
next branch. 

✧ Evaluate the other branches by repeating 
these steps.

✧ Click on the QCA icon to leave the QCA 
mode.
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In order to start a new evaluation without 
restoring the state of a previous one you can 
discard the results.
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Discarding QCA results

✧ Right-click on the QCA icon.

✧ Confirm the displayed dialog box if you 
want to discard the results for the current 
phase.
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Recommended data:
❏ Several volumes containing the heart 

reconstructed around the phases ES and 
ED

❏ Data has to be acquired with contrast 
media

❏ Slice thickness should be 1 to 2 mm

Evaluation results:
❏ information about quantitative parameters 

of the left ventricle in one or two phases
❏ information about wall thickening, wall 

thickness and wall motion of the myocard
❏ images showing any pathology
❏ written comments for the findings

Volumes are labeled automatically after load-
ing:
❏ in the range from 10% to 30% the phase 

next to 20% is labeled as ES.
❏ in the range from 70% to 90% the phase 

next to 80% is labeled as ED.
You can verify and modify the labeling if nec-
essary.
82

 



Circulation
Performing a LVA 
(Left Ventricle Analysis)

The Left Ventricle Analysis is intended to 
determine stroke volume, ejection fraction, 
myocard mass, cardiac output, wall thicken-
ing, wall thickness and wall motion of the left 
ventricle.

Volumes can be labeled as end-systolic (ES) 
and end-diastolic (ED) heart phases within the 
phase navigation. 
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By default the system is using 20% as ES and 
80% as ED.

If required, click on the Repeat manual but-
ton to start the manual definition of the blood 
pool. Use the Cardiac Planes function and 
the red 3D reference line to get one image 
plane to match the mitral valve plane and a 
second image plane to cut the center of the 
left ventricle. Use the LV Segmentation func-
tion. The system switches to correct LV 
Segmentation view and shows the high-
lighted blood pool as the segmentation result. 
Proceed with the septum definition.
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✧ Click on Label as ES, Label as ED if you 
want to mark the current volume as end-
systolic or end-diastolic.

✧ Click on the LVA icon to activate the LVA 
mode.

The system navigates to the ED data set. The 
Cardiac Plane function is started and the 
blood pool is calculated automatically.

The LVA dialog box is displayed prompting 
you to click on the septum.

✧ Scroll through the left ventricle and check 
whether the segmented blood pool 
matches the anatomy. 

Define the septum between anteroseptal and 
anterior by setting a seed point.
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The manipulation of the contour with the 3D 
Nudge Ball affects the entire volume, e.g., 
the tissue is segmented spatially.

The dimensions of the 3D Nudge Ball depend 
on the distance between mouse cursor and 
the contour handle of the epicardium and 
endocardium.

With the dog-ears you can rotate the upper 
right segment in 5° steps. In the upper left 
segment you can scroll through the images 
for a better manipulation of the contour.

You can use the Undo icon to discard the last 
modification.

If you interrupted the evaluation 
and want to resume it, you can click 
on the LVA icon again.

Before resuming, existing results for the cur-
rent data set can be discarded.

→ Page 91, Discarding LVA results
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The short axis view is displayed in the upper 
left segment and the long axis view is dis-
played in the upper right segment. The lower 
left segment remains black and the lower 
right segment displays the heart model view. 
The LVA dialog box prompts you to check epi- 
and endocardial contours.

✧ If required, click on the Adjust epicard 
contour or Adjust endocard contour icon 
to modify the contour with the 3D Nudge 
tool.

✧ Click beside the contour of the epicardium 
or myocardium.

✧ Modify the contour by dragging the dis-
played 3D Nudge Ball along the contour.

✧ Click on the Accept button in the LVA dia-
log box to accept the epi- and endocardial 
contours.

If you loaded more than one series, the sys-
tem switches to the ES data set and starts 
guiding again.

✧ Repeat the septum definition and the 
check of the epi- and endocardial con-
tours.

The system calculates the results and shows 
the LVA Evaluation dialog box. The system 
shows a Polarmap in the upper right segment 
end an heart model view in the lower right 
segment.

✧ Optionally set markers and add images and 
comments for them to the report.

✧ Click again on the LVA icon to leave the 
LVA mode.
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For further information about adding images 
to the report see:
→ Page 61, Adding images to the report:
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Adding images and comments to the 
report

The LVA Evaluation dialog box shows the 
numerical results for the quantitative and 
functional parameters calculated by the appli-
cation. The dialog box is displayed after the 
application has completed the calculation of 
the numerical results. 

Following parameters are calculated:
❏ Myocard mass ED
❏ Cardiac Index BSA
❏ Ejection fraction in %
❏ Stroke volume in ml
❏ LV volume for ES in ml 
❏ LV volume for ED in ml
❏ Cardiac output
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Polarmaps or bull’s eye plots show the whole 
left ventricle in a 2D overview image, whereas 
the apex position is shown in the image cen-
ter, the base is located at the periphery and 
the septum at the left part of the image.

If you have previously performed a QCA, the 
coronaries can be mapped to the polarmap by 
checking the Coronary Overlay entry.

By clicking on the polarmap, the MPRs are 
updated and the corresponding image area is 
displayed.

Additionally a comment can be entered in the 
edit field.

In order to start a new evaluation without 
restoring the state of a previous one you can 
discard the results. Markers will not be dis-
carded.
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✧ Choose an entry from the selection list to 
select a description for a defect in wall 
motion for the finding.

✧ Choose an entry from the selection list to 
select a different location of the segment 
model according to AHA standard.

✧ Check one of the following radio buttons: 
Wall Thick. ES, Wall Thick. ED, Wall 
Thickening or Wall Motion to display the 
according polarmap for each selection.

The polarmap representation is updated.

Discarding LVA results

✧ Right-click on the LVA icon.

Confirm the displayed dialog box if you want 
to discard the results for the current data set.
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The Report Wizard dialog box is divided into 
three tab cards: Findings, General and 
Examinations. In the upper area the patient 
information is listed. You can select a report 
template and a reading physician’s name.

Managing templates for your report and 
changing several basic settings are possible in 
the Report Configuration dialog box. 

✧ Select Options > 
Configuration... from the 
main menu and select the 
Report Configuration icon.

The Examinations tab card consists of a field 
where the examinations of this report are 
listed, sorted by examination time and date.

The Findings tab card consists of a field 
where the findings of this report are listed 
and an input field where you can enter a con-
clusion for this examinations.

✧ Select a finding you want to have detailed 
information displayed on.

✧ Click on the Details button.

The corresponding Details dialog 
box is displayed. You can view and modify the 
entries.
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Creating a Report

Report Wizard

On the Report Wizard dialog box you can 
review and modify the results collected so far.

✧ Click on the Report Wizard icon in the con-
trol area to call up the Report Wizard dia-
log box.

✧ Make the required administrative settings.

✧ Enter text on the Findings and the 
General tab card, if required.

✧ Click on the Report button to open the 
Print Options dialog box for printing or 
saving the report.

✧ After printing, close the Report Wizard 
with the OK button.

The report is saved under:
H:\SiteData\syngoCirculation\Reports in the 
format selected in the Print Options dialog 
box.
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After you have decided on a layout template 
in the Report Wizard dialog box, you can 
print out and save your report as a file.

To print out files, e.g., reports, a printer must 
be installed and configured.

If you selected a file format the Save As dialog 
box opens and you can select the desired 
directory.

Make sure enough space is available for the 
report files.
94

 



Circulation
Printing and saving a report

✧ Click on the Report button at the Report 
Wizard dialog box.

The Print Options dialog box opens.

✧ Select the printer if you want to print the 
report, or one of the file formats from the 
Direct to... selection list if you want to save 
the report.

✧ Click on Start to print or to save the report.

Or

✧ Click on Cancel to close the dialog box 
without printing or saving.

Closing the Report Wizard

✧ Click on OK to close the Report Wizard dia-
log box.
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Resuming an 
Examination

Every examination performed with 
Circulation can be resumed via Patient 
Browser or directly via Report Wizard after 
stopping or pausing.

✧ Select the report or the report series of the 
examination you want to restart in the 
Patient Browser.

✧ Drag and drop it to the application card.

The Report Wizard dialog box is displayed.

✧ Select the examination to be resumed from 
the Examinations tab card.

✧ Click on the Load button.
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See chapter Basics for further information on 
filming and saving result images.

→ syngo CT Operator Manual Volume 1, Basics

You can film the images of a Circulation 
evaluation and save them in the database. 

You can then change the image view on the 
Filming task card.

The result will be stored as a DICOM NonIm-
age object for each evaluation in order to be 
imported by multi modality applications.

You can save the coronary tree multiple times 
during an evaluation. This generates multiple 
DICOM NonImage objects in the database 
which can be exported to a Molecular Imag-
ing workstation (MI workstation).
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Filming and Saving Result 
Images

Filming images

✧ Click on the Copy to Film Sheet icon to 
transfer the selected images to the virtual 
film sheet.

Or

✧ Press the Copy to Film Sheet key on the 
symbol keypad.

All selected images are transferred to the 
virtual film sheet of the Filming task card.

✧ Select Patient > Expose Film Task from 
the main menu to expose the images you 
have transferred to the film sheet 
immediately.

The images will now be saved simultaneously 
in the local database.

Saving Coronary Tree

If you segmented the coronaries during the 
QCA evaluation you can save the segmenta-
tion mask of the coronary tree to the data-
base. 

✧ Select Patient > Save Coronary Tree from 
the main menu.
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After the following actions the images are 
saved automatically:

❏ Adding images to the report

❏ Sending images to the Viewing card

❏ Copying images to the film sheet

Additionally, you can explicitly save images 
whenever you want by clicking on Save.

For data series created by the application the 
following naming scheme is used:

Circulation x <image type Collection [y]>

❏ x: session number, starting with '1', incre-
mented for each new session

❏ Image type: MPR, MPR Thick, MPR curved, 
MPR Thick curved, MIP, MIP Thin, MIP Thin 
curved, VRT
optional [y] is displayed, for input data 
with another DICOM attribute Frame of 
Reference (i.e. data from another scan) 

e.g., Circulation1<MPR Collection>
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Saving images

✧ Click on the Save icon to save the selected 
images. 

The result images from the Circulation evalu-
ation will be saved in the local database as 
new series.

Closing Circulation

✧ Select Applications > Close Circulation 
from the main menu.
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Overview

The Volume application is used to evaluate 
volumes from a stack of two-dimensional 
images. Volume can be used, for example, to 
gain volume information, such as size and 
mean CT value (in HU) of a lesion, tumor or 
fluid collection. Results can be stored and 
exposed on a film sheet.

The calculation of the Volume of Interest 
(VOI) is based on the defined range of HU 
values and Regions of Interest (ROI). 

To simplify the definition of the volumes, 
Volume provides different views of the image 
data, such as axial, coronal and sagittal. You 
can either draw ROIs around the objects of 
interest or use the Automatic Volume 
Detection feature.
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For clinical application information see 
Application Guides.

The image material must fulfill the following 
conditions:

❏ The selected images:
❏ belong to the same patient
❏ are of the same orientation
❏ have the same display Field of 

View (DFOV), reconstruction center, 
table height and gantry tilt

❏ were acquired within an hour

❏ The selection consists of at least four 
images.

❏ The selection does not include a topogram 
image.

❏ The image resolution of all images usually 
is 512 x 512 pixels.
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Loading Original Images

From the Patient Browser

✧ Call up the Patient Browser by selecting 
Patient > Browser... from the main menu.

✧ Select the required examination data in the 
navigation or content area of the Patient 
Browser.

✧ Click on the Volume icon on the tool bar of 
the Patient Browser.

Volume image area

The loaded tomograms are displayed in the 
three standard views.

(1) Reconstructed image in sagittal view

(2) Reconstructed image in coronal view

(3) Original image in axial view

(4) MIP/MPR/Result Image
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Volume
See chapter Basics for further information on 
changing image settings.

→ syngo CT Operator Manual Volume 1, Basics

You have to alter the function of the left 
mouse button before you can zoom / pan in 
the Volume card (Image > Zoom/Pan). 
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Volume
Changing Image Settings

For optimum display of the images, you can:

❏ Scroll image by image within one series

❏ Scroll from series to series

❏ Window images with the mouse

❏ Zoom and pan images

❏ Show and hide image text

Scrolling through the image stacks

By moving the reference lines in the segments 
you can scroll through the image stacks to the 
required axial, sagittal or coronal image.

(1) Sagittal reference line (axial view)

(2) Coronal reference line (axial view)

✧ Move the reference line to the required 
position holding the left mouse button 
down.
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Volume
After you have changed the slice thickness, 
the images are reconstructed again.

As soon as you have deleted one image from 
the image stack, the images in the remaining 
segments are reconstructed again.
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Volume
Preparing Volume 
Calculation

Setting the MIP/MPR display

✧ Click on the MPR, MIP Thin or MinIP Thin 
icon to change the display in the MIP/MPR /
Result segment.

✧ Define the thickness of the Volume slabs in 
the spin box.

Setting evaluation limits

✧ Enter the new evaluation limits and con-
firm them with the Enter key.

Deleting images

✧ Select Edit > Remove input image from 
the main menu to delete the image 
displayed in the axial segment.
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Volume
After you have set the starting point, auto-
matic volume recognition begins.

You can draw either elliptical or freehand ROIs 
on the axial images, or on the thick slice 
images (for fast navigation).

The system automatically inserts ROIs on the 
intermediate images.
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Volume
Volume Definition

Defining a volume automatically

With the automatic volume definition, you 
define a VOI via region growing.

✧ Click on the Automatic subtask card.

Restricting the expansion range

✧ Set the threshold for region growing in the 
Upper [HU] and Lower [HU] spin boxes.

Setting a starting point

✧ Click on the Set Seed Point icon.

✧ Click into the required region in the axial 
image.

Defining a volume interactively

With interactive volume definition, you can 
use elliptical or freehand ROIs to define a 
combined VOI. 

✧ Click on the Interactive subtask card.

✧ Check the images and search for the 
desired object structure.
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Volume
You can draw the ROIs in the axial segment or 
in the MIP/result segment.

You can change the shape of the ROI by 
moving the base points. You move or resize 
the ROI via the surrounding rectangle.
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Drawing ROIs

✧ Click on the Freehand ROI icon in 
the Interactive subtask card and 
draw an ROI around the area that is 
to be considered to be part of the object’s 
structure.

Or

✧ Click on the Ellipse icon in the 
Interactive subtask card and draw 
an elliptical ROI holding the left 
mouse button pressed.

✧ Repeat this step on another image, e.g., 
the first or the last image that shows the 
structure.

✧ Proceed until the ROIs precisely enclose the 
desired body structure.

✧ Undo the last step at any time with 
the Undo icon.
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Volume
Nudging an ROI

✧ Select the ROI you want to modify.

✧ Click the ROI Nudge icon in the 
Interactive subtask card.

✧ Click inside or outside the selected ROI.

✧ Move the cursor to enlarge or reduce the 
area of the ROI.

✧ Click the ROI Nudge icon again to end the 
ROI Nudge mode.

Editing ROIs 

✧ Click inside the ROI to select it.

✧ Edit the ROI with the mouse using the base 
point on the contour or select the required 
functions (e.g., delete) in the context 
menu (right mouse button).
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Volume
With Start Evaluation the system calculates a 
volume considering all ROIs and VOIs.
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Volume
Performing Evaluation

Start of evaluation 

✧ Click on the Start Evaluation button.

Display of results

The volume calculated and further statistical 
parameters will be listed in the result window 
(bottom right):

(1) Volume
(2) Height
(3) Mean HU value
(4) Standard deviation
(5) Threshold limits
(6) Evaluation limits

✧ Click on the MIP / Result icon to toggle 
between the thick slices images and the 
result images display.
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Volume
See chapter Basics for further information on 
filming and saving result images.

→ syngo CT Operator Manual Volume 1, Basics

You can configure result output of Volume 
evaluation in the Volume Configuration 
dialog box.

The results of Volume evaluation are stored 
as a new series in the local data base.
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Volume
Filming and Exporting 
Results

In order to document the result images, you 
can: 

❏ Transfer the result images to the Filming 
card

❏ Store your results

Storing

✧ Click on the Save icon to store your results.

Terminating evaluation

✧ Click on the End Evaluation button to 
close the current evaluation.

Closing Volume

✧ Select Applications > Close Volume from 
the main menu.
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Precondition for Dynamic Evaluation is a 
data set acquired during a Test Bolus contrast 
examination.

→ syngo CT Operator Manual Volume 2, Bolus 
Tracking
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DynEva
Overview

The Dynamic Evaluation application is 
especially designed to trace the temporal 
change of the enhancement (in HU) in 
defined regions of interest (ROIs). 

In the Browser, you can open the DynEva task 
card and load the selected data in a single 
action via the Applications menu.

To define the ROIs, you can either set a 
circular ROI (pixel lens with a predefined 
diameter), or draw the ROIs on the images. 
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DynEva
For clinical application information see 
Application Guides.
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DynEva
Loading Original Images

From the Patient Browser

✧ Call up the Patient Browser by selecting 
Patient > Browser... from the main menu.

✧ Select the required examination data in the 
navigation or content area of the Patient 
Browser.

✧ Click on the DynEva icon on the tool bar of 
the Patient Browser.
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DynEva
Slice position with multi-row scanners

When you load multi-slice reconstruction 
images, the Slice Selection dialog box is dis-
played where slice positions found are listed.

✧ Click on the radio button Use images next 
to slice position to use the image closest 
to the entered slice position.

Or

✧ Click on the radio button Average images 
in the range to replace images with the 
same time stamp, and with a slice position 
between the Lower limit and Upper limit 
by an averaged image.

Or

✧ Click on the radio button Average images 
from all slices to replace all images that 
have the same time stamp by one 
averaged image.

✧ Confirm your entry with the OK button.
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See chapter Basics for further information on 
changing image settings.

→ syngo CT Operator Manual Volume 1, Basics

During movie display, all functions with the 
exception of Remove input image, Copy to 
Film Sheet, Expose Film Task (only active if 
images were transferred to Filming) and End 
Evaluation are deactivated.

With Select on succeeding you apply the 
zoom and panning values to all subsequent 
images up to the end of the stack.
126

 



DynEva
Changing Image Settings

In order to look at details more closely you 
can:

❏ scroll through the image stack

❏ change window settings

❏ show or hide image text

Movie display

✧ Click on the Movie icon to activate the 
movie function.

✧ Keep the left mouse button pressed and 
move the mouse upward/downward to run 
the film forward/backward.

Evaluating Image Regions

As soon as you have loaded the original image 
material your system performs an evaluation 
of the entire image area. The results (parame-
ter images) are displayed in the top right seg-
ment. 

(1) MIP image

(2) Average image (AVE)

(3) Peak Enhancement image (configurable)

(4) Time-To-Peak image (configurable)
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DynEva
A baseline image is used as a basis for all 
enhancement calculations. 

When you delete an image that is used to 
define a baseline image, a new baseline 
image is calculated.

You select the image regions to be evaluated 
by marking them with ROIs or applying the 
pixel lens. An absolute/relative CT value calcu-
lation is performed for these selected image 
regions only.

You can also draw in a freehand ROI by com-
bining both procedures (dragging with the 
mouse button pressed, setting vertex points).
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DynEva
Creating a baseline image

✧ Scroll to the required image in the tomo 
segment.

✧ Click on the Generate baseline image 
icon.

An average image is calculated from the 
selected and the images preceding it and used 
as a new baseline image.

Defining the tissue range

✧ Check the checkbox Tissue Classification.

✧ Enter the upper and lower limit value of 
the CT-range that you want to have 
displayed.

Creating ROIs

✧ Click on the Elliptical ROI icon and 
draw an ellipse in the image.

Or

✧ Click on the Irregular ROI icon and 
draw a contour in the image.

Modifying irregular ROIs

✧ Click on the irregular ROI to display its base 
points.

✧ Modify the ROI using the Edit function of 
the context menu.
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DynEva
The mean CT value of an ROI inside the 
baseline image is assumed to be "0".

You can use the pixel lens similarly to the ROI 
to examine the enhancement change of a 
particular area.

As soon as you have drawn a pixel lens, an 
enhancement curve is generated in the result 
segment for this position.
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DynEva
Output of Evaluation 
Results

Peak enhancement curve

As soon as you have defined an ROI, an 
enhancement curve (time-density curve) is 
calculated and displayed in the fourth 
segment.

1) Sampling line

2) Enhancement curve

✧ Click on the Absolute curve icon to display 
the absolute enhancement curve.

Or

✧ Click on the Relative curve icon to display 
the results in values relative to the CT value 
of the baseline image.

Pixel Lens

✧ Click on the Pixel lens icon in the control 
area.

✧ Move the mouse cursor to the position in 
the image that you want to examine more 
closely.

✧ Click on the left mouse button.
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DynEva
See chapter Basics for further information on 
filming, saving, and exporting result images.

→ syngo CT Operator Manual Volume 1, Basics

Two new series are generated on saving. One 
series contains the MIP, AVE and, if applicable, 
the Peak Enhancement image and Time-to-
Peak image without ROIs.
The other series contains the images dis-
played in the four image segments with ROIs.
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DynEva
Saving, Exporting, and 
Filming Results

Saving

✧ Scroll to the images that you want to save 
as a new series in the four segments.

✧ Click on the Save icon.
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DynEva
The table of results is exported to an ASCII file 
on a hard disk in a format that can be 
imported by a spread sheet program.

The table of the result segment is printed 
together with the general patient and exami-
nation data on a connected printer.

Before you expose a film job check the layout 
settings in the Filming task card.
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DynEva
Exporting results to hard disk 
(configurable)

✧ Click on the Export tabular result icon to 
export the results of the current 
examination to hard disk.

Printing

✧ Click on the Print tabular result icon with 
the left mouse button.

Terminating evaluation

✧ Click on the End Evaluation button to 
close the current evaluation.

Closing DynEva

✧ Select Applications > Close DynEva from 
the main menu.
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NeuroDSA
Overview

Neuro DSA CT is a dedicated post-processing 
application which allows removing bone 
structures from CT Angiography (CTA) data 
sets of the cerebral vasculature. It uses an 
additional non enhanced CT (NECT) scan with 
the aim to automatically and quickly remove 
bone from cerebral CTA data. 

This improves visualization of vascular 
structures in the area of the skull base and 
helps to delineate aneurysms and other 
vascular diseases. The algorithm works 
completely automatically and makes this 
application easy to use. 

The NECT data set can either be reconstructed 
from a standard spiral CT scan acquired for 
diagnostic purposes or an additional low dose 
NECT scan can be used.

The result of the application is a new CTA 
volume without bones but maintaining all 
other information for further processing in 
the Neuro DSA CT application or any other 
suitable application.
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NeuroDSA
Fused View Layout of the Neuro DSA task 
card

(1) Main menu

(2) Image area
❏ Segment 1 (upper left)
❏ Segment 2 (upper right)
❏ Segment 3 (lower left)

(3) Control area for easy call-up of functions

(4) Status bar for system messages and 
progress of calculation feedback

Result Layout of the Neuro DSA task card

(1) Main menu

(2) Image area, subdivided into four seg-
ments

❏ Segment 1 (upper left)
❏ Segment 2 (upper right)
❏ Segment 3 (lower left)
❏ Segment 4 (lower right)

(3) Control area for easy call-up of functions

(4) Status bar for system messages and 
progress of calculation feedback
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NeuroDSA
For clinical application information and 
suggested scan protocols see Application 
Guides.

Data prerequisites for Neuro DSA:

❏ The total number of overlapping images is 
not higher than 1750 images and not less 
than 30 images.

❏ All images have to belong to the same 
study and the same patient.

❏ The two data sets must have been acquired 
with the same scan parameters.

The data sets have to be loaded in a certain 
order. You have to load a volume data set with 
contrast medium (CTA data set) first. Then 
you have to load either a volume data set 
without contrast medium (non enhanced CT 
data set (Native data set) or a calculated data 
set (NeuroDSA data set)).
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NeuroDSA
Loading Data Sets

From the Patient Browser

✧ Call up the Patient Browser by selecting 
Patient > Browser... from the main menu.

✧ Select the required CTA data set, acquired 
with contrast medium in the navigation or 
content area of the Patient Browser.

✧ Click on the Neuro DSA icon in the tool bar 
of the Patient Browser to load the data set 
into Neuro DSA.

✧ Repeat the last steps to load the corre-
sponding NeuroDSA data set or non 
enhanced CT data set. 

Depending on the scan date of the non 
enhanced CT data set, a message box is dis-
played if you have loaded a non enhanced CT 
data set acquired later than the CTA data set.

✧ Select whether you want to continue load-
ing by clicking on OK button or abort load-
ing of the second data set by clicking 
Cancel.

The loaded CTA and non enhanced CT data 
sets will be displayed in fused view on the 
Neuro DSA task card and the calculation 
starts. If you have loaded a NeuroDSA data 
set, the display mode is activated.

→ Page 155, Changing the Display Mode
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NeuroDSA
Every loaded data set is checked for validity 
for use as a volume data set. The second data 
set loaded is checked additionally for concor-
dance (in terms of patient details and image 
geometry) with the first data set. Data sets 
that do not comply with the determined 
criteria are marked as invalid series in the 
Neuro DSA Series List dialog box.

If only some images of the data set meet the 
criteria, the data set will be split into more 
than one volume in a way that all images in 
one volume meet the criteria. All valid and 
invalid volumes are listed in the Neuro DSA 
Series List dialog box where you have to 
select one of the valid volumes.
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NeuroDSA
From the Series List

The Neuro DSA Series List dialog box opens 
automatically if invalid data sets or data set 
with invalid images have been loaded.

✧ Select a series from the Valid Series list.

✧ Click on the Select button to load the 
selected series into Neuro DSA.
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NeuroDSA
You can see the progress of calculation in the 
status bar at the bottom of the Neuro DSA 
task card.

After changing the Range Selection or the 
Visual Alignment, the calculation starts 
automatically from the beginning.

Range Selection and Visual Alignment are 
possible until 80% of the first calculation 
phase is performed. Otherwise the 
corresponding icons are dimmed.
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NeuroDSA
Calculation

The calculation of bone subtracted images 
consists of two phases: A first calculation 
phase registering the two data sets and creat-
ing a result volume using a slim bone mask 
and an additional second phase creating a 
result volume using a wide bone mask. Both 
phases are processed in the background auto-
matically.

First Calculation Phase (slim bone mask)

The first calculation phase starts immediately 
after the non enhanced CT data set has been 
loaded, respectively the range with an appro-
priate number of images has been selected. 

The result images of the first calculation will 
be displayed as soon as the calculation has 
finished, and if the Range Selection mode or 
the Visual Alignment mode is not selected.

Toggling between CTA data set and fused 
view

While the first phase of the calculation is run-
ning, you can toggle between CTA data set 
and fused view of the CTA data set and the 
non enhanced CT data set.

✧ Click on the Show CTA/Fused View icon on 
the View subtask card to toggle between 
the CTA data set and the fused view of the 
CTA data set and the non enhanced CT 
data set.
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NeuroDSA
You can stop the first calculation as well as the 
second calculation at any time of the process 
until 80% of the respective calculation phase 
is performed.

If you stop calculation during the first calcula-
tion phase the non enhanced CT data set will 
be unloaded. The CTA data set will be 
displayed keeping its image orientation, 
zoom/pan and windowing settings.

If you stop calculation during the second cal-
culation phase the results of the first 
calculation remain displayed.
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NeuroDSA
Second Calculation Phase (wide bone 
mask)

The second calculation phase starts automat-
ically as soon as the first calculation result 
images are displayed. 

Stopping calculation

✧ Select Neuro DSA > Stop Calculation to 
abort calculation.
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NeuroDSA
If the total number of overlapping images of 
the two data sets exceeds 1750 images, a 
dialog box opens indicating that you have to 
reduce the number of images by selecting a 
range.

In the two upper segments two lines are 
displayed, equidistant from top and bottom of 
the segment boundary. The separation 
between them corresponds to 1750 images, 
or the total number of images, depending on 
what is smaller.

The lines are moved automatically if the lower 
or upper limit of the number of images is 
reached to ensure that there are not too many 
or too less images selected.
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NeuroDSA
Selecting a Range

Range selection is only possible as long as the 
calculation did not reach 80%.

✧ Click on the Range Selection icon on the 
View subtask card.

The Range Selection dialog box opens.

✧ Drag the lines up or down to change the 
number of images between these two 
lines.

Or

✧ Enter the desired number of images in the 
spin box of the Range Selection dialog 
box and press the Enter key of your 
keyboard to adjust the lines equally in 
either direction.

✧ Click on the Apply button of the Range 
Selection dialog box to confirm your 
range selection.

Unselected images will be unloaded and the 
calculation starts.
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NeuroDSA
If there is a large shift between the images of 
the first and the second data set in the fused 
view you can move and rotate the second 
data set in order to achieve a better initial 
match of the two data sets.

A very large misalignment of the two data 
sets can cause the calculation to fail. 
Therefore it is very important to instruct the 
patient to lie very still and not to move during 
the two scans.

If the first calculation has been completed 
before restarting the calculation, a message 
box opens indicating the calculation has been 
finished and the visual alignment must be 
canceled. If so, click on the OK button to can-
cel the visual alignment.
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NeuroDSA
Visual Alignment

Visual alignment is only possible as long as 
the first calculation is not completed.

✧ Click on the Visual Alignment icon on the 
View subtask card.

The Visual Alignment dialog box opens and 
the native images are displayed in color.

✧ Press the left mouse button near the center 
of a segment and move the native image 
in any direction.

Or

✧ Press the left mouse button near the edge 
of a segment and move the mouse up or 
down to rotate the native image.

✧ Click on the Apply button of the Visual 
Alignment dialog box. 

The first calculation restarts.
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NeuroDSA
Viewing Results

Displaying results of the second calculation

As soon as the second phase is completed, the 
Show Wide/Slim bone mask results icon is 
undimmed and can be used to switch 
between the results of the slim and wide bone 
mask calculation.

✧ Click on the Show Wide/Slim bone mask 
results icon on the View subtask card to 
display the results of the second calcula-
tion as soon as calculation is completed.

Toggling between first and second 
calculation results

✧ Click on the Show Wide/Slim bone mask 
results icon again to toggle between the 
results of the first calculation and the 
results of the second calculation.

Toggling between CTA data set and 
NeuroDSA data set

With the toggling function you can switch 
between displaying the CTA data set and the 
NeuroDSA data set.

✧ Click on the Show CTA/NeuroDSA icon on 
the View subtask card to switch between 
CTA data set and NeuroDSA data set.
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NeuroDSA
Via the icons on the Type subtask card you 
can change the display mode of the images. 
The images are displayed in MPR mode by 
default.

The settings of the different types (Thick MPR, 
Thin MIP, Thin VRT, clip plane distance in Free 
View) can be adapted in the corresponding 
dialog boxes that can be activated by clicking 
with the right mouse button on the corre-
sponding icon.

It is possible to apply to each segment a differ-
ent display mode respectively a different type.

If you have selected segment 1, 2, or 3 the 
Thin MIP type is applied to the selected 
segment. If you have selected segment 4 then 
the Slab MIP type is applied to that.
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NeuroDSA
Changing the Display 
Mode

MPR display mode

✧ Select either segment 1, 2, or 3.

✧ Click on the MPR icon to apply the MPR 
type to the selected segment.

Thick MPR display mode

✧ Select either segment 1, 2, or 3.

✧ Click on the Thick MPR icon to apply the 
Thick MPR type to the selected segment.

MIP display mode

✧ Select one of the segments.

✧ Click on the MIP icon to apply the MIP type 
to the selected segment.

Thin MIP display mode

✧ Select one of the segments.

✧ Click on the Thin MIP icon.
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NeuroDSA
All available VRT settings are provided in the 
VRT Gallery dialog box that can be activated 
by clicking with the right mouse button on the 
VRT icon.

If you have selected segment 1, 2, or 3, the 
Thin VRT type is applied to the selected seg-
ment. If you have selected segment 4, the 
Slab VRT type is applied to that.

The Free View mode allows to display the 
entire volume, or a slab of the volume if a clip 
plane is displayed, and to look freely at the 
projections.

You can show/hide the second clip 
plane by clicking on the Clip Plane Slab 
Mode icon at the right-hand of seg-
ment 4.
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VRT display mode

✧ Select one of the segments.

✧ Click on the VRT icon to apply the VRT type 
to the selected segment.

Thin VRT display mode

✧ Select one of the segments.

✧ Click on the Thin VRT icon to apply the 
Thin VRT type to the selected segment.

Free View mode

✧ Click on the Free View icon to turn on/off 
the display in segment 4.
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NeuroDSA
The VOI Clipbox function can be activated as 
soon as the CTA data set is loaded.

If the Free View mode is activated a three-
dimensional bounding box comes up in seg-
ment 4.

If the Free View mode is deactivated a two-
dimensional bounding box comes up in seg-
ment 4 with MIP type.

VOI Clipbox is deactivated if the calculation is 
between 80% and 100%.
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NeuroDSA
Defining a VOI 

With the VOI Clipbox function, you can 
extract a volume of diagnostic interest, thus 
limiting the volume to be reconstructed to a 
partial volume. It is possible to define a vol-
ume either on a 2D plane or on a 3D plane.

✧ Select a segment.

✧ Click on the VOI Clipbox icon on the 
Settings subtask card.

The entire data set with the default VOI delim-
itation appears in segment 4. The rectangle 
shows the preset delimitation of the VOI.

✧ Select Settings > VOI Reset Clipbox from 
the main menu if you want to reset the size 
of the clipbox to the initial values.

The reset is applied to all segments simulta-
neously.
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NeuroDSA
If the Free View mode is selected when acti-
vating the VOI Clipbox, you can rotate, move, 
or tilt the clipbox as follows:

❏ To rotate the clipbox, place the 
mouse cursor on the edge of the 
clipbox and rotate the clipbox while 
holding the left mouse button pressed.

❏ To move the clipbox, place the 
mouse cursor in the center of the 
clipbox and move the clipbox while 
holding the left mouse button pressed.

❏ To tilt the clipbox, place the mouse 
cursor on the edge of the segment 
and tilt the clipbox while holding the 
left mouse button pressed.

The VOI clipbox is closed automatically if the 
NeuroDSA data set is loaded.
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NeuroDSA
Changing the size in VOI Clipbox mode

✧ Click on a boundary line of the clip 
box and move the grab handle 
while holding the mouse button 
down.

Moving the VOI clipbox

✧ Place the mouse cursor on the edge of the 
selected VOI to change its position.

✧ Move the VOI while holding down 
the left mouse button.

Closing the VOI clipbox

✧ Click on the activated VOI Clipbox icon to 
close the VOI clipbox.
161

 



NeuroDSA
With the icons on the Orientation subtask 
card you can:

❏ switch quickly between the view direction 
(orthogonal to the patient coordinate sys-
tem)

❏ switch to the standard view (orthogonal to 
data set).
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NeuroDSA
Changing the Image 
Display

Changing the view direction

✧ Select a segment.

✧ Select the corresponding menu item from 
the Orientation menu.

Or

✧ Click the triangle that represents the 
desired view direction on the Orientation 
subtask card.

The view in the selected segment will be 
updated.

✧ Click on the Ortho Sync icon on the 
Orientation subtask card to make all refer-
ence lines orthogonal to each other with 
respect to the plane in the current seg-
ment.

✧ Click the Default Orientation icon on the 
Orientation subtask card to reset all views 
in the segments to the initial orientation 
and to make all reference lines orthogonal 
to each other and aligned with the coordi-
nate system.
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NeuroDSA
If a parallel range of this dataset was calcu-
lated before (e.g., for CTA), the same range 
will also be used for the next range calculation 
(e.g., for NeuroDSA CT).

The selected (reference) image is displayed 
with a thick border.

The Parallel Ranges function is available 
when:
❏ only the CTA dataset is displayed
❏ CTA dataset and a NeuroDSA dataset are 

loaded or calculated

It is not available when the first calculation 
progress is between 80% and 100%.
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Generating Parallel 
Ranges

✧ Set up a view you require in one of the seg-
ments as the basis of further processing.

✧ Click on that segment to select this view as 
reference image.

✧ Click on the Parallel Ranges icon on the 
Settings subtask card.
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In this mode a parallel series of tomographic 
images can be generated at equal distance 
and with equal slice thickness.
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NeuroDSA
The image on the middle plane of the parallel 
ranges is displayed in segment 4.

✧ Enter the number and the thickness of par-
allel images to be generated and confirm 
with the Enter key.

✧ Enter the distance between the images 
numerically and confirm the setting.

Or

✧ Move the starting or end line 
graphically in the reference image.
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NeuroDSA
 

 

If the dialog box Neuro DSA: Parallel 
Ranges covers the output segment 
(lower right segment), move the dia-
log box.

In this mode a series of parallel images are 
generated in relationship to the reference 
image.
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NeuroDSA
With the following icons you can generate a 
series whose intersection planes are horizon-
tal/vertical in the center of the reference 
image.

✧ Click on the Horizontal Ranges icon.

Or

✧ Click on the Vertical Ranges icon.

✧ Click on the Swap Range Order icon to 
reverse the existing image numbering of 
the series.

✧ Click on the Constant Number of Images 
icon to keep the number of images con-
stant.

✧ Move the reference line to position 
the range.

✧ Rotate the entire range by rotating 
the reference line.

✧ Click on the Start button.

The series of parallel images is displayed in 
the output segment.

✧ Save your new series if the new series is as 
you require it.
→ Page 175, Saving result images
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NeuroDSA
See chapter Basics for further information on 
filming and saving result images.

→ syngo CT Operator Manual Volume 1, Basics

You can film the images of a Neuro DSA eval-
uation and save them in the database. 

You can then change the image view on the 
Filming task card.
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NeuroDSA
Filming and Saving Result 
Images

Filming images

✧ Click on the Copy to Film Sheet icon to 
transfer the selected images to the virtual 
film sheet.

Or

✧ Press the Copy to Film Sheet key on the 
symbol keypad.

All selected images are transferred to the vir-
tual film sheet of the Filming task card.
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NeuroDSA
Both the results of the first calculation and the 
results of the second calculation can be saved 
only one time during one session. If you have 
saved the first/second calculation results 
already, the Save NeuroDSA Volume icon is 
dimmed when the corresponding results are 
displayed.

The Save NeuroDSA Volume icon is dimmed 
until the result images of the first calculation 
are displayed.

The first calculation result series is saved 
under <NeuroDSA_Slim_<Date>>. The date is 
the date of the generation of the NeuroDSA 
data set.

The second calculation result series is saved 
under <NeuroDSA_Wide_<Date>>. The date 
is the date of the generation of the NeuroDSA 
data set.

You can switch between the result 
images via the Show Wide/Slim 
bone mask results icon.

After the second calculation results have been 
saved, the Save NeuroDSA Volume icon is 
dimmed. It will not be enabled for this session 
again.
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NeuroDSA
Saving the NeuroDSA data set

You can save calculated NeuroDSA data sets 
to the local database as a new series in the 
same study whenever a NeuroDSA volume 
has been calculated, i.e., after the first calcu-
lation as well as after the second calculation 
you can save the results.

✧ Click on the Save NeuroDSA Volume icon 
to save the NeuroDSA data set of the first/
second calculation depending on what cal-
culation result images are displayed.
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NeuroDSA
You can save a selected image whenever you 
want by clicking the Save or Save As... icon.

The images are saved under the name of the 
series with the name of the evaluation type.

The default name of the series is based on the 
type of images being saved (MPR, MIP, etc.) 
which you can modify.
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NeuroDSA
Saving result images

✧ Click on the Save icon to save the selected 
image. 

The image in the selected segment will be 
saved in the default series in the local data-
base.

Or

✧ Click on the Save As... icon if you want to 
assign another series designation to the 
selected image.

The Neuro DSA: Save As dialog box is 
displayed.

✧ Select a Reading Physician from the list.

✧ Enter a Comment.

✧ Select the Range series name from the 
list.

✧ Click on the OK button of the Neuro DSA: 
Save As dialog box to save the new series.

Closing Neuro DSA

✧ Select Applications > Close Neuro DSA 
from the main menu.
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